Αναθέσεις Εργασιών Φοιτητών – Εργαστήριο Μαθήματος ΠΕΡΙΒΑΛΛΟΝΤΙΚΗ ΒΙΟΤΕΧΝΟΛΟΓΙΑ  2025-2026
	Πέμπτη 8 Ιανουαρίου 2026

	12.45-13.00
	Perruchon et al., (2017) Metabolic pathway and cell adaptation mechanisms revealed through genomic, proteomic and transcription analysis of a Sphingomonas haloaromaticamans strain degrading ortho-phenylphenol. Scientific Reports DOI:10.1038/s41598-017-06727-6
	Ναίδου / Ναλπάντογλου

	13.00-13.15
	Kamini, Shetty D, Trivedi VD, Varunjikar M, Phale PS. 2018. Compartmentalization of the carbaryl degradation pathway: molecular characterization of inducible periplasmic carbaryl hydrolase from Pseudomonas spp. Appl Environ Microbiol 84:e02115-17. https://

doi.org/10.1128/AEM.02115-17.
	Τσεσμετζή / Λαθήρα

	13.15-13.30
	Gong et al., (2018) An engineered Pseudomonas putida can simultaneously degrade organophosphates, pyrethroids and carbamates. Science Total Environment 628-629: 1258-1265
	Δαλαβέρα / Ντερβίση

	13.30-13.45
	Wright and Lehtovirta-Morley (2023) The metabolic verstatility of ammonia oxidizing archaea. ISME Journal 7:1358 – 1368
	Ντροχα / Ιωαννίδη 

	ΔΙΑΛΕΙΜΜΑ

	14.00-14.15
	Daims et al., (2015) Complete nitrification by Nitrospira Bacteria. Nature 528: 504-523
	Αναστασίου / Κατή 

	14.15-14.30
	Palomo et al., (2018) Comparative genomics sheds light on niche differentiation and the evolutionary history of comammox Nitrospira. ISME Journal 12: 1779-1793
	Ρωσσίου / Μακρή 

	14.30-14.45
	Stalder et al., (2019) Linking the resistome and plasmidome to the microbiome. ISME Journal 13: 2437-2446
	Ανδριοπούλου / Παπαγεωργίου

	14.45-15.00
	Johanna Méndez, Douglas de França Passos, Daiana Wischral, Luiz Felipe Modesto & Nei Pereira Jr (2019): Second-generation ethanol production by separate hydrolysis and fermentation from sugarcane bagasse with cellulose hydrolysis using a customized enzyme cocktail, Biofuels, DOI: 10.1080/17597269.2019.1608034
	Κωνσταντινίδη / Στεφανοπούλου 

	15.00-15.15
	Wang et al., (2018) Enhancement of synchronous bio-reductions of vanadium (V) and chromium (VI) by mixed anaerobic culture. Environmental Pollution 242: 249-256
	Μουλτσιάς / Τζαλλας

	15.15-15.30
	Zhang et al., (2018) New technologies provide more metabolic engineering strategies for bioethanol production in Zymomonas mobilis. Applied Microbiology and Biotechnology 103: 2087-2099
	Παπαγέρας 

	15.30-15.45
	Zhao et al., (2019) Morphology engineering for enhanced production of medium-chain-length poly-hydroxyalkanoates in Pseudomonas mendocina NK-01. Applied Microbiology and Biotechnology 103:1713–1724
	Αποστολάκης / Κεσσόγλου

	15.45-16.00
	Slama HB et al., (2019) Screening for Fusarium Antagonistic Bacteria From Contrasting Niches Designated the Endophyte Bacillus halotolerans as Plant Warden Against Fusarium. Front. Microbiol. 9:3236. doi: 10.3389/fmicb.2018.03236
	Σαφούρη / Τούμπα

	ΔΙΑΛΕΙΜΜΑ

	16.30-16.45
	Han et al., (2019) Specific Micropollutant Biotransformation Pattern by the Comammox Bacterium Nitrospira inopinata. Environ. Sci. Technol. 53, 8695−8705
	Δελημήτης / Νάνης

	16.45-17.00
	Deng et al., (2018) Partnership of Arthrobacter and Pimelobacter in Aerobic Degradation of Sulfadiazine Revealed by Metagenomics Analysis and Isolation. Environ. Sci. Technol. 52, 2963−2972
	Κόπανος / Νικολάου 

	17.00-17.15
	Kikuchi et al., (2012) Symbiont-mediated insecticide resistance. Proceedings of the National Academy of Sciences 109: 8618–8622
	Μανωλάκη  / Ματιάκη 

	17.15-17.30
	Wang et al., (2019) Comammox Nitrospira clade B contributes to nitrification in soil. Soil Biology and Biochemistry 135: 392–395
	Σφιλτσερης / Τοπαλίδου 

	17.30-17.45
	Lastovetsky et al., (2019) Distribution and population structure of endobacteria in arbuscular mycorrhizal fungi at North Atlantic dunes. ISME Journal https://doi.org/10.1038/s41396-018-0246-2
	Δεσίπρη / Κακαδιάρη 

	17.45-18.00
	Yi et al., (2012) Versatility in Corrinoid Salvaging and Remodeling Pathways Supports Corrinoid-Dependent Metabolism in Dehalococcoides mccartyi. Applied and Environmental Microbiology 78: 7745–7752
	Ματράκη / Ούνα-Τερλή 

	18.00-18.15
	Rainio et al., (2021) Adaptation of bacteria to glyphosate: a microevolutionary perspective of the enzyme 5-enolpyruvylshikimate-3-phosphate synthase. Environmental Microbiology Reports 13(3), 309–316 doi:10.1111/1758-2229.12931 
	Θωμάς / Στούπα

	18.15-18.30
	Helfrich et al., (2018) Bipartite interactions, antibiotic production and biosynthetic potential of the Arabidopsis

leaf microbiome. Nature Microbiology https://doi.org/10.1038/s41564-018-0200-0
	Κουμέλα / Σιατούφη 

	ΔΙΑΛΕΙΜΜΑ

	19.00-19.15
	Hultman et al., (2018) Host range of antibiotic resistance genes in wastewater treatment plant influent and effluent. FEMS Microbiology Ecology, 94, fiy038, doi: 10.1093/femsec/fiy038
	Μηλίσκα / Μητράκα

	19.15-19.30
	Yatsunenko et al., (2012) Human gut microbiome viewed across age and geography. Nature 486: 222-228
	Ζιατάκη / Φειδά 

	19.30-19.45
	Itoh et al., (2014) Bacterial population succession and adaptation affected by insecticide application and soil spraying history. Frontiers in Microbiology 5:  457
	Ταφίλ / Ταντση 

	19.45-20.00
	Krupovic et al (2019) Integrated mobile genetic elements in Thaumarchaeota. Environ. Microbiology doi:10.1111/1462-2920.14564
	Κουτσανδρέα / Τσιαγγάλη 

	Πέμπτη 15 Ιανουαρίου 2016

	14.00-14.15
	Lezcano, Marí.Á., Velázquez, D., Quesada, A., El-Shehawy, R., (2017) Diversity and temporal shifts of the bacterial community associated with a toxic cyanobacterial bloom: An interplay between microcystin producers and degraders, Water Research doi: 10.1016/j.watres.2017.08.025
	Ευσταθίου / Παπαγεωργίου Ε. 

	14.15-14.30
	Zhao et al., (2020) Selective inhibition of ammonia oxidising archaea by simvastatin stimulates growth of ammonia oxidising bacteria. Soil Biology and Biochemistry 141: 107673
	Μιτης / Ξανθοπούλου

	14.30-14.45
	Kurenbach et al., (2015) Sublethal Exposure to Commercial Formulations of the Herbicides Dicamba, 2,4 Dichlorophenoxyacetic Acid, and Glyphosate Cause Changes in Antibiotic Susceptibility in Escherichia coli and Salmonella enterica serovar Typhimurium. mBIO 6(2):e00009-15. doi:10.1128/mBio.00009-15.
	Γιαννοπούλου / Μεταλλίδου 

	14.45-15.00
	Bokulich NA, Collins TS, Masarweh C, Allen G, Heymann H, Ebeler SE, Mills DA. 2016. Associations among wine grape microbiome, metabolome, and fermentation behavior suggest microbial contribution to regional wine characteristics. mBio 7(3):e00631-16. doi:10.1128/mBio.00631-16
	Αραιλούδη / Τσαβακατοπούλου

	15.00-15.15
	Fan et al. (2012) Identification and characterization of a novel thermostable pyrethroid-hydrolyzing enzyme isolated through metagenomic approach. Cell Factories 11:33 http://www.microbialcellfactories.com/content/11/1/33
	Κυλινδρή / Σπάχιου 

	15.15-15.30
	Kazamia et al., (2012) Mutualistic interactions between vitamin B12-dependent algae and heterotrophic bacteria

exhibit regulation. Environmental Microbiology 14(6), 1466–1476
	Θεοφάνους /Καλλή 

	15.30-15.45
	Zhu et al., (2022) Soil plastispheres as hotspots of antibiotic resistance genes and potential pathogens. ISME Journal 16:521–532; https://doi.org/10.1038/s41396-021-01103-9
	Τσακυρίδου / Φουμάκη 

	15.45-16.00
	Revellin et al., (2018) Long-Term Exposure of Agricultural Soil to Veterinary Antibiotics Changes the Population Structure of Symbiotic Nitrogen-Fixing Rhizobacteria Occupying Nodules of Soybeans (Glycine max). Applied Environmental Microbiology 84:e00109-18. https://doi

.org/10.1128/AEM.00109-18.
	Καζαντζίδου / Αθανασίου 

	16.00-16.15
	Zheng et al., (2022) Organochlorine contamination enriches virus-encoded metabolism and pesticide degradation associated auxiliary genes in soil microbiomes. ISME Journal 16:1397–1408
	Μπάγκος / Χατζηιωάννου 

	16.15-16.30
	Cheng et al., (2017) Gut symbiont enhances insecticide resistance in a significant pest, the oriental fruit fly Bactrocera dorsalis (Hendel). Microbiome 5:13

DOI 10.1186/s40168-017-0236-z
	Βαρκας / Βέργης 

	ΔΙΑΛΕΙΜΜΑ 

	17.00-17.15
	Wang et al., (2020) Changes in Microbiome Confer Multigenerational Host Resistance after Sub-toxic Pesticide Exposure, Cell Host & Microbe (2020), https://doi.org/10.1016/j.chom.2020.01.009
	Μπαξεβανίδης / Μπίνιας

	17.15-17.30
	Xia F, Wang J-G, Zhu T, Zou B, Rhee S-K, Quan Z-X. 2018. Ubiquity and diversity of complete ammonia oxidizers (comammox). Appl Environ Microbiol 84:e01390-18. https://doi.org/10.1128/AEM.01390-18.
	Γκογλια / Παπαγγελέτου 

	17.30-17.45
	Tappe et al. (2013) Degradation of Sulfadiazine by Microbacterium lacus Strain SDZm4, Isolated from Lysimeters Previously Manured with Slurry from Sulfadiazine-Medicated Pigs. Appl. Environ Microbiol 79(8): 2572-2577
	Μουζενίδου / Υζαι Σιμόνα

	17.45-18.00
	Yan et al., (2016) Comparative genomic analysis of isoproturon mineralizing sphingomonads reveals the isoproturon catabolic mechanism. Environ. Microbiol. 18(12) 4888-4906
	Γρατσούνας / Αλεξίου 

	18.00-18.15
	Yu et al., (2019) Biodegradation of the Allelopathic Chemical, Pterostilbene, by Sphingobium sp. from Peanut Rhizosphere. Applied Environmental Microbiology doi:10.1128/AEM.02154-18
	Μουσέτης / Βαρσαμογιάννη 

	18.15-18.30
	Bokulich et al., (2013) Microbial biogeography of wine grapes is conditioned by cultivar, vintage, and climate. Proceedings of the National Academy of Sciences E139–E148
	Τσώνη / Περίφανου 

	18.30-18.45
	Clemente et al. (2015) The microbiome of uncontacted Amerindians. Sci. Adv. 1, e1500183
	Αθανασιάδης / Γοργόλης 

	18.45-19.00
	Hu et al., (2024) Seed microbiome-mediated herbicide resistance evolution in weeds. New Phytologist 242(2) https://doi.org/10.1111/nph.19459 
	Πέτρου / Πάνιου 

	19.00-19.15
	Subbarao et al., (2021) Enlisting wild grass genes to combat nitrification in wheat farming: A nature-based solution. Proceedings of the National Academy of Sciences USA https://doi.org/10.1073/pnas.2106595118 
	Καθάριου / Καραδήμα 

	19.15-19.30
	Haroune et al. (2014) Evaluation of the efficiency of Trametes hirsuta for the removal of multiple pharmaceutical compounds under low concentrations relevant to the environment. Bioresource Technology 171: 199-202
	Κοτσακλή / Βελιγρατλή 

	19.30-19.45
	Papadopoulou et al., (2018) Bioaugmentation of thiabendazole-contaminated soils from a wastewater disposal site: Factors driving the efficacy of this strategy and the diversity of the indigenous soil bacterial community. Environmental Pollution 233:16-25
	Μπόμπολα / Ψωμιάδου 


