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AmA n€00060g TUNNATOTOINONGS UVTIKEIREVAOV KOl EEAYMYNS 0P UKTTPLOTIKAV
Atvovtal EIKOVEG IKPOGKOTLOG, TUPTVAOV KLUTTAP®V HE ¥POGTIKN ovaia [1].
A) TunpotomoleioTe TOLG TVPTVEG,

B) AnapiBueiote toug Tupnveg Kot yio kB Evav amd ovtovg vodoyiote: o) eppadov,
B) unrog mepipétpov, v) mAiko peydiov / pkpov nudaEova GuppETpiog.

Yvvoptnoelg tov  Matlab mov mlavog  cag  ypewdloviar:  watershed,
regionprops, bwdist (distance transform), imbinarize, imtophat.

INUELDCELS

H epyocio vrofdiieton oto eclass (mnyoiog kddkag Kot Keipevo pe eneENynon tov
KOOKO KOl OTOTEAEGLLOLTAL).

O pormtég Ba eEnynoovy mpoopikd Ta Ppata g epyasiog Tovg.
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